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<170> PERL Program 

<210> 1 
<211> 284 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte Clone No: 1274060 
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<210> 2 
<211> 158 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte Clone No: 1577078 
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<221> misc_f eature 

<223> Incyte Clone No: 1426711 



<400> 3 
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<210> 4 
<211> 156 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte Clone No: 1676756 
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<210> 5 
<211> 876 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte Clone No: 1843770 
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Lys 


Glu 
315 


He 


Val 


Met 


Val 


Thr 


Gin 


Gly 


Pro 


Ser 


Glu 


Arg 


Thr 


Leu 


Ser 


He 










320 








325 










330 


Asn 


Glu 


Glu 


Glu 


Pro 
335 


Glu 


Gly 


Gly 


Phe 


Ser 
340 


Lys 


Trp 


Asn 


Ala 


Thr 
345 


Asn 


Lys 


Asp 


Pro 


Glu 


Glu 


Leu 


Phe 
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Phe Pro Val Leu Glu Pro Lys Asp Ser Pro Phe Leu Ala Glu His 
410 415 420 

Lys Tyr Pro Thr Leu Pro Gly Lys Leu Ser Gly Ala Thr Pro Asn 
425 430 435 

Gly Glu Ala Ala Lys Ser Pro Pro Thr lie Cys Gin Pro Asp Ala 
440 445 450 

Thr Gly Ser Ser Leu Leu Arg Leu Arg Asp Thr Glu Ser Gly Trp 
455 460 465 

Asp Asp Thr Ala Val Val Asn Asp Leu Ser Ser Thr Ser Ser Gly 
470 475 480 

Thr Glu Ser Gly Pro Gin Ser Pro Leu Thr Pro Asp Gly Lys Arg 
485 490 495 

Asn Pro Lys Gly He Lys Lys Phe Trp Gly Lys He Arg Arg Thr 
500 505 510 

Gin Ser Gly Asn Phe Tyr Thr Asp Thr Leu Gly Met Ala Glu Phe 
515 520 525 

Arq Arq Gly Gly Leu Arg Ala Thr Ala Gly Pro Arg Leu Ser Arg 
530 535 540 

Thr Arg Asp Ser Lys Gly Gin Lys Ser Asp Ala Asn Ala Pro Phe 
545 550 555 

Ala Gin Trp Ser Thr Glu Arg Val Cys Ala Trp Leu Glu Asp Phe 
560 565 570 

Gly Leu Ala Gin Tyr Val He Phe Ala Arg Gin Trp Val Ser Ser 
575 580 585 

Gly His Thr Leu Leu Thr Ala Thr Pro Gin Asp Met Glu Lys Glu 
590 595 600 

Leu Gly He Lys His Pro Leu His Arg Lys Lys Leu Val Leu Ala 
605 610 615 

Val Lys Ala He Asn Thr Lys Gin Glu Glu Lys Ser Ala Leu Leu 
620 625 630 

Asp His He Trp Val Thr Arg Trp Leu Asp Asp He Gly Leu Pro 
635 640 645 

Gin Tyr Lys Asp Gin Phe His Glu Ser Arg Val Asp Gly Arg Met 
650 655 660 

Leu Gin Tyr Leu Thr Val Asn Asp Leu Leu Phe Leu Lys Val Thr 
665 670 675 

Ser Gin Leu His His Leu Ser He Lys Cys Ala He His Val Leu 
680 685 690 

His Val Asn Lys Phe Asn Pro His Cys Leu His Arg Arg Pro Ala 
695 700 705 

Asp Glu Ser Asn Leu Ser Pro Ser Glu Val Val Gin Trp Ser Asn 
710 715 720 

His Arg Val Met Glu Trp Leu Arg Ser Val Asp Leu Ala Glu Tyr 
725 730 735 

Ala Pro Asn Leu Arg Gly Ser Gly Val His Gly Gly Leu He He 
740 745 750 

Leu Glu Pro Arg Phe Thr Gly Asp Thr Leu Ala Met Leu Leu Asn 
755 760 765 

He Pro Pro Gin Lys Thr Leu Leu Arg Arg His Leu Thr Thr Lys 
770 775 780 

Phe Asn Ala Leu He Gly Pro Glu Ala Glu Gin Glu Lys Arg Glu 
785 790 795 

Lys Met Ala Ser Pro Ala Tyr Thr Pro Leu Thr Thr Thr Ala Lys 
800 805 810 

Val Arg Pro Arg Lys Leu Gly Phe Ser His Phe Gly Asn He Arg 
815 820 825 

Lvs Lvs Lys Phe Asp Glu Ser Thr Asp Tyr He Cys Pro Met Glu 
830 835 840 

Pro Ser Asp Gly Val Ser Asp Ser His Arg Val Tyr Ser Gly Tyr 
845 850 855 

Arg Gly Leu Ser Pro Leu Asp Ala Pro Glu Leu Asp Gly Leu Asp 
860 865 870 

Gin Val Gly Gin He Ser 
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<210> 6 
<211> 806 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte Clone No: 3768043 

<400> 6 

Met Glu Glu Pro Gly Ala Thr Pro Gin Pro Tyr Leu Gly Leu Val 
15 10 15 

Leu Glu Glu Leu Arg Arg Val Val Ala Ala Leu Pro Glu Ser Met 
20 25 30 

Arg Pro Asp Glu Asn Pro Tyr Gly Phe Pro Ser Glu Leu Val Val 
35 40 45 

Cys Ala Ala Val lie Gly Phe Phe Val Val Leu Leu Phe Leu Trp 
50 55 60 

Arg Ser Phe Arg Ser Val Arg Ser Arg Leu Tyr Val Gly Arg Glu 
65 70 75 

Gin Lys Leu Gly Ala Thr Leu Ser Gly Leu lie Glu Glu Lys Cys 
80 85 90 

Lys Leu Leu Glu Lys Phe Ser Leu lie Gin Lys Glu Tyr Glu Gly 
95 100 105 

Tyr Glu Val Glu Ser Ser Leu Glu Asp Ala Ser Phe Glu Lys Glu 

110 115 120 

Ala Ala Glu Glu Ala Arg Ser Leu Glu Ala Thr Cys Glu Lys Leu 

125 130 135 

Asn Arg Ser Asn Ser Glu Leu Glu Asp Glu lie Leu Cys Leu Glu 

140 145 150 

Lys Asp Leu Lys Gin Glu Lys Ser Lys His Ser Gin Gin Asp Glu 

155 160 165 

Leu Met Ala Asp lie Ser Lys Ser lie Gin Ser Leu Glu Asp Glu 

170 175 180 

Ser Lys Ser Leu Lys Ser Gin lie Ala Glu Ala Lys lie lie Cys 

185 190 195 

Lys Thr Phe Lys Met Ser Glu Glu Arg Arg Ala lie Ala lie Lys 

200 205 210 

Asp Ala Leu Asn Glu Asn Ser Gin Leu Gin Thr Ser His Lys Gin 

215 220 225 

Leu Phe Gin Gin Glu Ala Glu Val Trp Lys Gly Glu Val Ser Glu 

230 235 240 

Leu Asn Lys Gin Lys lie Thr Phe Glu Asp Ser Lys Val His Ala 

245 250 255 

Glu Gin Val Leu Asn Asp Lys Glu Asn His lie Lys Thr Leu Thr 

260 265 270 

Gly His Leu Pro Met Met Lys Asp Gin Ala Ala Val Leu Glu Glu 

275 280 285 

Asp Thr Thr Asp Asp Asp Asn Leu Glu Leu Glu Val Asn Ser Glu 

290 295 300 

Ser Glu Asn Gly Ala Tyr Leu Asp Asn Pro Pro Lys Gly Ala Leu 

305 310 315 

Lys Lys Leu He His Ala Ala Lys Leu Asn Ala Ser Leu Lys Thr 

320 325 330 

Leu Glu Gly Glu Arg Asn Gin He Tyr He Gin Leu Ser Glu Val 

335 340 345 

Asp Lys Thr Lys Glu Glu Leu Thr Glu His He Lys Asn Leu Gin 

350 355 360 

Thr Gin Gin Ala Ser Leu Gin Ser Glu Asn Thr His Phe Glu Asn 

365 370 375 

Glu Asn Gin Lys Leu Gin Gin Lys Leu Lys Val Met Thr Glu Leu 



380 



385 



390 
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Val 
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A O (\ 
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Lys 


He 
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His 


Ala 


Thr 


Glu 
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Tyr 


Arg 


Lys 
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4 JO 
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Leu 


Glu 
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Glu 


Arg 
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He 


His 


Ser 




440 
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His 


Glu 
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Lys 


Ala 


His 
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455 










460 










a a r 
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Trp 


Leu 


Ala 


Ala 


Arg 


Asn 


Ala 


Glu 


Arg 


Asn 


Leu 


Asn 


Asp 


Leu 


Arg 








470 










475 










a o r\ 
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Lys 


Glu 


Asn 


Ala 


His 


Asn 


Arg 


Gin 


Lys 


Leu 


Thr 


Glu 


Thr 


Glu 


Leu 








485 










490 










495 


Lys 


Phe 


Glu 


Leu 


Leu 


Glu 


Lys 


Asp 


Pro 


Tyr 


Ala 


Leu Asp 


Val 


Pro 








500 










50b 










en n 
Oil) 


Asn 


Thr 


Ala 


Phe 


Gly Arg 


Glu 


His 


Ser 


Pro 


Tyr 


Gly 


Pro 


Ser 


Pro 










515 










520 










C 1 c 

525 


Leu 


Gly 


Trp 


Pro 


Ser 


Ser 


Glu 


Thr 


Arg 


Ala 


Phe 


Leu 


Ser 


Pro 


Pro 






530 










535 










540 


Thr 


Leu 


Leu 


Glu 


Gly 
545 


Pro 


Leu 


Arg 


Leu 


Ser 
550 


Pro 


Leu 


Leu 


Pro 


Gly 

c c c 


Gly Gly Gly Arg 


Gly 


Ser 


Arg 


Gly 


Pro 


Gly 


Asn 


Pro 


Leu 


Asp 


His 










560 










565 










570 


Gin 


He 


Thr 


Asn 


Glu 


Arg 


Gly 


Glu 


Ser 


Ser 


Cys 


Asp 


Arg 


Leu 


Thr 










575 






580 










585 


Asp 


Pro 


His 


Arg 


Ala 


Pro 


Ser 


Asp 


Thr 


Gly 


Ser 


Leu 


Ser 


Pro 


Pro 






590 










595 










600 


Trp 


Asp 


Gin 


Asp Arg Arg 


Met 


Met 


Phe 


Pro 


Pro 


Pro 


Gly 


Gin 


Ser 






605 










610 










615 


Tyr 


Pro 


Asp 


Ser 


Ala 


Leu 


Pro 


Pro 


Gin 


Arg 


Gin 


Asp 


Arg 


Phe 


Cys 






620 










625 










630 


Ser 


Asn 


Ser 


Gly Arg 


Leu 


Ser 


Gly 


Pro 


Ala 


Glu 


Leu 


Arg 


Ser 


Phe 










635 










640 










645 


Asn 


Met 


Pro 


Ser 


Leu 


Asp 


Lys 


Met 


Asp 


Gly 


Ser 


Met 


Pro 


Ser 


Glu 










650 






655 










660 


Met 


Glu 


Ser 


Ser 


Arg 


Asn 


Asp 


Thr 


Lys 


Asp Asp 


Leu 


Gly 


Asn 


Leu 










665 










670 










675 


Asn 


Val 


Pro 


Asp 


Ser 


Ser 


Leu 


Pro 


Ala 


Glu 


Asn 


Glu 


Ala 


Thr 


Gly 








680 










685 










690 


Pro 


Gly 


Phe 


Val 


Pro 


Pro 


Pro 


Leu 


Ala 


Pro 


He 


Arg 


Gly 


Pro 


Leu 








695 










700 










705 


Phe 


Pro 


Val 


Asp 


Ala 


Arg 


Gly 


Pro 


Phe 


Leu 


Arg 


Arg 


Gly 


Pro 


Pro 








710 










715 










720 


Phe 


Pro 


Pro 


Pro 


Pro 


Pro 


Gly Ala 


Met 


Phe 


Gly Ala 


Ser 


Arg 


Asp 










725 










730 










735 


Tyr 


Phe 


Pro 


Pro 


Arg 


Asp 


Phe 


Pro 


Gly 


Pro 


Pro 


Pro 


Ala 


Pro 


Phe 








740 








745 










750 


Ala 


Met 


Arg Asn 


Val 


Tyr 


Pro 


Pro 


Arg 


Gly 


Phe 


Pro 


Pro 


Tyr 


Leu 










755 








760 










765 


Pro 


Pro 


Arg 


Pro 


Gly 


Phe 


Phe 


Pro 


Pro 


Pro 


Pro 


His 


Ser 


Glu 


Gly 








770 










775 










780 


Arg 


Ser 


Glu 


Phe 


Pro 


Ser 


Gly 


Leu 


He 


Pro 


Pro 


Ser 


Asn 


Glu 


Pro 








785 










790 










795 


Ala 


Thr 


Glu 


His 


Pro 
800 


Glu 


Pro 


Gin 


Gin 


Glu 
805 


Thr 
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<220> 

<221> misc_f eature 

<223> Incyte Clone No: 1655208 

<400> 7 



Met 


Glu 


Thr 


Arg 


Ser 


Pro 


Gly 


Leu 


Asn 


Asn 


Met 


Lys 


Pro 


Gin 


Ser 


1 






5 










10 










Id 


Leu 


Gin 


Leu 


Val 


Leu 
20 


Glu 


Glu 


Gin 


Val 


Leu 
25 


Ala 


Leu 


Gin 


Gin 


Gin 


Met 


Ala 


Glu 


Asn 


Gin 
35 


Ala 


Ala 


Ser 


Trp 


Arg 
40 


Lys 


Leu 


Lys 


Asn 


Ser 

40 


Gin 


Glu 


Ala 


Gin 


Gin 


Arg 


Gin 


Ala 


Thr 


Leu 


Val 


Arg 


Lys 


Leu 


Gin 










50 








55 










60 


Ala 


Lys 


Val 


Leu 


Gin 


Tyr 


Arg 


Ser 


Trp 


Cys 


Gin 


Glu 


Leu 


Glu 


Lys 








65 










70 










75 


Arg 


Leu 


Glu 


Ala 


Thr 


Gly 


Gly 


Pro 


lie 


Pro 


Gin 


Arg 


Trp 


Glu 


Asn 








80 










85 










90 


Val 


Glu 


Glu 


Pro 


Asn 
95 


Leu 


Asp 


Glu 


Leu 


Leu 
100 


Val 


Arg 


Leu 


Glu 


Glu 
105 


Glu 


Gin 


Gin 


Arg 


Cys 


Glu 


Ser 


Leu 


Ala 


Glu 


Val 


Asn 


Thr 


Gin 


He 








110 










115 










120 


Arg 


Leu 


His 


Met 


Glu 


Lys 


Ala 


Asp 


Val 


Val 


Asn 


Lys 


Ala 


Leu 


Arg 








125 










130 










135 


Ala 


Asp 


Val 


Glu 


Lys 


Leu 


Thr 


Val 


Asp 


Trp 


Ser 


Arg 


Ala 


Arg Asp 








140 










145 










150 


Glu 


Leu 


Met 


Arg 


Lys 


Glu 


Ser 


Gin 


Trp 


Gin 


Met 


Glu 


Gin 


Glu 


Phe 








155 










160 










165 


Phe 


Lys 


Gly 


Tyr 


Leu 


Lys 


Gly 


Glu 


His 


Gly Arg 


Leu 


Leu 


Ser 


Leu 










170 










175 










180 


Trp 


Arg 


Glu 


Val 


Val 


Thr 


Phe 


Arg 


Arg 


His 


Phe 


Leu 


Glu 


Met 


Lys 






185 










190 










195 


Ser 


Ala 


Thr 


Asp Arg 


Asp 


Leu 


Met 


Glu 


Leu 


Lys 


Ala 


Glu 


His 


Val 










200 










205 










210 


Arg 


Leu 


Ser 


Gly 


Ser 


Leu 


Leu 


Thr 


Cys 


Cys 


Leu 


Arg 


Leu 


Thr 


Val 






215 










220 










225 


Gly Ala 


Gin 


Ser 


Arg 


Glu 


Pro 


Asn 


Gly 


Ser 


Gly Arg 


Met 


Asp Gly 










230 










235 










240 


Arg 


Glu 


Pro 


Ala 


Gin 


Leu 


Leu 


Leu 


Leu 


Leu 


Ala 


Lys 


Thr 


Gin 


Glu 








245 










250 










255 


Leu 


Glu 


Lys 


Glu 


Ala 


His 


Glu 


Arg 


Ser 


Gin 


Glu 


Leu 


lie 


Gin 


Leu 








260 










265 










270 


Lys 


Ser 


Gin 


Gly Asp 


Leu 


Glu 


Lys 


Ala 


Glu 


Leu 


Gin 


Asp 


Arg 


Val 








275 










280 










285 


Thr 


Glu 


Leu 


Ser 


Ala 
290 


Leu 


Leu 


Thr 


Gin 


Ser 
295 


Gin 


Lys 


Gin 


Asn 


Glu 
300 


Asp 


Tyr 


Glu 


Lys 


Met 


lie 


Lys 


Ala 


Leu 


Arg 


Glu 


Thr 


Val 


Glu 


He 




305 










310 










315 


Leu 


Glu 


Thr 


Asn 


His 
320 


Thr 


Glu 


Leu 


Met 


Glu 
325 


His 


Glu 


Ala 


Ser 


Leu 
330 


Ser 


Arg 


Asn 


Ala 


Gin 


Glu 


Glu 


Lys 


Leu 


Ser 


Leu 


Gin 


Gin 


Val 


He 








335 










340 










345 


Lys 


Asp 


lie 


Thr 


Gin 


Val 


M6L 


v ax 




Glu 


Gly Asp 


Asn 


He 


Ala 






350 










355 










360 


Gin 


Gly 


Ser 


Gly Leu 


Glu 


Asn 


Ser 


Leu 


Glu 


Leu 


Glu 


Ser 


Ser 


He 








365 










370 










375 


Phe 


Ser 


Gin 


Phe 


Asp 
380 


Tyr 


Gin 


Asp 


Ala 


Asp 
385 


Lys 


Ala 


Leu 


Thr 


Leu 
390 


Val 


Arg 


Ser 


Val 


Leu 


Thr 


Arg 


Arg 


Arg 


Gin 


Ala 


Val 


Gin 


Asp 


Leu 








395 










400 










405 


Arg 


Gin 


Gin 


Leu 


Ala 


Gly 


Cys 


Gin 


Glu 


Ala 


Val 


Asn 


Leu 


Leu 


Gin 








410 










415 










420 


Gin 


Gin 


His 


Asp 


Gin 


Trp 


Glu 


Glu 


Glu 


Gly 


Lys 


Ala 


Leu 


Arg 


Gin 








425 










430 










435 


Arg 


Leu 


Gin 


Lys 


Leu 


Thr 


Gly 


Glu 


Arg 


Asp 


Thr 


Leu 


Ala 


Gly 


Gin 



440 



445 



450 
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Thr Val Asp Leu Gin Gly Glu Val Asp Ser Leu Ser Lys Glu Arg 
455 460 465 

Glu Leu Leu Gin Lys Ala Arg Glu Glu Leu Arg Gin Gin Leu Glu 
470 475 480 

Val Leu Glu Gin Glu Ala Trp Arg Leu Arg Arg Val Asn Val Glu 
485 490 495 

Leu Gin Leu Gin Gly Asp Ser Ala Gin Gly Gin Lys Glu Glu Gin 
500 505 510 

Gin Glu Glu Leu His Leu Ala Val Arg Glu Arg Glu Arg Leu Gin 
515 520 525 

Glu Met Leu Met Gly Leu Glu Ala Lys Gin Ser Glu Ser Leu Ser 
530 535 540 

Glu Leu lie Thr Leu Arg Glu Ala Leu Glu Ser lie His Leu Glu 
545 550 555 

Gly Glu Leu Leu Arg Gin Glu Gin Thr Glu Val Thr Ala Ala Leu 
560 565 570 

Ala Arg Ala Glu Gin Ser lie Ala Glu Leu Ser Ser Ser Glu Asn 
575 580 585 

Thr Leu Lys Thr Glu Val Ala Asp Leu Arg Ala Ala Ala Val Lys 
590 595 600 

Leu Ser Ala Leu Asn Glu Ala Leu Ala Leu Asp Lys Val Gly Leu 
605 610 615 

Asn Gin Gin Leu Leu Gin Leu Glu Glu Glu Asn Gin Ser Val Cys 
620 625 630 

Ser Arg Met Glu Ala Ala Glu Gin Ala Arg Asn Ala Leu Gin Val 
635 640 645 

Asp Leu Ala Glu Ala Glu Lys Arg Arg Glu Ala Leu Trp Glu Lys 
650 655 660 

Asn Thr His Leu Glu Ala Gin Leu Gin Lys Ala Glu Glu Ala Gly 
665 670 675 

Ala Glu Leu Gin Ala Asp Leu Arg Asp He Gin Glu Glu Lys Glu 
680 685 690 

Glu He Gin Lys Lys Leu Ser Glu Ser Arg His Gin Gin Glu Ala 
695 700 705 

Ala Thr Thr Gin Leu Glu Gin Leu His Gin Glu Ala Lys Arg Gin 
710 715 720 

Glu Glu Val Leu Ala Arg Ala Val Gin Glu Lys Glu Ala Leu Val 
725 730 735 

Arg Glu Lys Ala Ala Leu Glu Val Arg Leu Gin Ala Val Glu Arg 
740 745 750 

Asp Arg Gin Asp Leu Ala Ala Gin Leu Gin Gly Leu Ser Ser Ala 
755 760 765 

Lys Glu Leu Leu Glu Ser Ser Leu Phe Glu Ala Gin Gin Gin Asn 
770 775 780 

Ser Val He Asp Glu Pro Gin Gly Gin Leu Glu Val Gin He Gin 
785 790 795 

Thr Val Thr Gin Ala Lys Glu Val He Gin Gly Glu Val Arg Cys 
800 805 810 

Leu Lys Leu Glu Leu Asp Thr Glu Arg Ser Gin Ala Glu Gin Glu 
815 820 825 

Arg Asp Ala Ala Ala Arg Gin Leu Ala Gin Ala Glu Gin Glu Gly 
830 835 840 

Lys Thr Ala Leu Glu Gin Gin Lys Ala Ala His Glu Lys Glu Val 
845 850 855 

Asn Gin Leu Arg Glu Lys Trp Glu Lys Glu Arg Ser Trp His Gin 
860 865 870 

Gin Glu Leu Ala Lys Ala Leu Glu Ser Leu Glu Arg Glu Lys Met 
875 880 885 

Glu Leu Glu Met Arg Leu Lys Glu Gin Gin Thr Glu Met Glu Ala 
890 895 900 

He Gin Ala Gin Arg Glu Glu Glu Arg Thr Gin Ala Glu Ser Ala 
905 910 915 

Leu Cys Gin Met Gin Leu Glu Thr Glu Lys Glu Arg Val Ser Leu 
920 925 930 

Leu Glu Thr Leu Leu Gin Thr Gin Lys Glu Leu Ala Asp Ala Ser 
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935 






940 






945 


Gin i 


Gin 


Leu 


Glu Arg Leu 


Arg 


Gin . 


Asp Met Lys 


Val 


Gin 


Lys Leu 








950 




955 






y bu 


Lys 


Glu 


Gin 


Glu Thr Thr 


Gly 


lie 


Leu Gin Thr 1 


Gin 


Leu 


Gin Glu 






965 






970 






Q*7 


Ala 


Gin 


Arg 


Glu Leu Lys 


Glu 


Ala 


Ala Arg Gin 


His 


Arg 


Asp Asp 






980 






985 






yyu 


Leu 


Ala 


Ala 


Leu Gin Glu 


Glu 


Ser 


Ser Ser Leu 


Leu 


Gin 


Asp Lys 








995 






1000 






iUUD 


Met 


Asp 


Leu 


Gin Lys Gin 


Val 


Glu 


Asp Leu Lys 


Ser 


Gin 


Leu Val 






1010 






1015 








Ala 


Gin 


Asp 


Asp Ser Gin 


Arg 


Leu 


Val Glu Gin 


Glu 


Val 


Gin Glu 






1025 






1030 






1UJD 


Lys 


Leu 


Arg 


Glu Thr Gin 


Glu 


Tyr 


Asn Arg lie 


Gin 


Lys 


Glu Leu 




1040 






1045 






i ncn 
1U3U 


Glu 


Arg 


Glu 


Lys Ala Ser 


Leu 


Thr 


Leu Ser Leu 


Met 


Glu 


Lys Glu 






1055 






1060 








Gin 


Arg 


Leu 


Leu Val Leu 


Gin 


Glu 


Ala Asp Ser 


lie 


Arg 


Gin Gin 






1070 






1075 






1080 


Glu 


Leu 


Ser 


Ala Leu Arg 


Gin 


Asp 


Met Gin Glu 


Ala 


Gin 


Gly Glu 








1085 






1090 






1095 


Gin 


Lys 


Glu 


Leu Ser Ala 


Gin 


Met 


Glu Leu Leu 


Arg 


Gin 


Glu Val 






1100 






1105 






1110 


Lys 


Glu 


Lys 


Glu Ala Asp 


Phe 


Leu 


Ala Gin Glu 


Ala 


Gin 


Leu Leu 




1115 






1120 






1125 


Glu 


Glu 


Leu 


Glu Ala Ser 


His 


lie 


Thr Glu Gin 


Gin 


Leu 


Arg Ala 








1130 






1135 






1140 


Ser 


Leu 


Trp 


Ala Gin Glu 


Ala 


Lys 


Ala Ala Gin 


Leu 


His 


Leu Arg 






1145 






1150 






1155 


Leu 


Arg 


Ser 


Thr Glu Ser 


Gin 


Leu 


Glu Ala Leu 


Ala 


Ala 


Glu Gin 






1160 






1165 






1170 


Gin 


Pro 


Gly 


Asn Gin Ala 


Gin 


Ala 


Gin Ala Gin 


Leu 


Ala 


Ser Leu 






1175 






1180 






1185 


Tyr 


Ser 


Ala 


Leu Gin Gin 


Ala 


Leu 


Gly Ser Val 


Cys 


Glu 


Ser Arg 






1190 






1195 






1200 


Pro 


Glu 


Leu 


Ser Gly Gly Gly Asp 


Ser Ala Pro 


Ser 


Val 


Trp Gly 








1205 






1210 






1215 


Leu 


Glu 


Pro Asp Gin Asn 


Gly 


Ala 


Arg Ser Leu 


Phe 


Lys 


Arg Gly 








1220 






1225 






1230 


Pro 


Leu 


Leu 


Thr Ala Leu 


Ser 


Ala 


Glu Ala Val 


Ala 


Ser 


Ala Leu 








1235 






1240 






1245 


Leu 


Lys 


Leu 


His Gin Asp 


Leu 


Trp 


Lys Thr Gin 


Gin 


Thr 


Arg Asp 






1250 






1255 






1260 


Val 


Leu 


Arg 


Asp Gin Val 


Gin 


Lys 


Leu Glu Glu 


Arg 


Leu 


Thr Asp 






1265 






1270 






1275 


Thr 


Glu 


Ala 


Glu Lys Ser 


Gin 


Val 


His Thr Glu 


Leu 


Gin 


Asp Leu 








1280 






1285 






i^yu 


Gin 


Arg 


Gin 


Leu Ser Gin 


Asn 


Gin 


Glu Glu Lys 


Ser 


Lys 


Trp Glu 






1295 






1300 






1305 


Gly 


Lys 


Gin 


Asn Ser Leu 


Glu 


Ser 


Glu Leu Met 


Glu 


Leu 


His Glu 




1310 






1315 






1320 


Thr 


Met 


Ala 


Ser Leu Gin 


Ser 


Arg 


Leu Arg Arg 


Ala 


Glu 


Leu Gin 








1325 






1330 








Arg 


Met 


Glu 


Ala Gin Gly 


Glu 


Arg 


Glu Leu Leu 


Gin 


Ala 


Ala Lys 






1340 






1345 








Glu 


Asn 


Leu 


Thr Ala Gin 


Val 


Glu 


His Leu Gin 


Ala 


Ala 


Val Val 








1355 






1360 






1 o c c 


Glu 


Ala 


Arg 


Ala Gin Ala 


Ser 


Ala 


Ala Gly lie 


Leu 


Glu 


Glu Asp 






1370 






1375 






1380 


Leu 


Arg 


Thr 


Ala Arg Ser 


Ala 


Leu 


Lys Leu Lys 


Asn 


Glu 


Glu Val 






1385 






1390 






1395 


Glu 


Ser 


Glu Arg Glu Arg 


Ala 


Gin 


Ala Leu Gin 


Glu 


Gin 


Gly Glu 








1400 






1405 






1410 


Leu 


Lys 


Val 


Ala Gin Gly 


Lys 


Ala 


Leu Gin Glu 


Asn 


Leu 


Ala Leu 






1415 




1420 






1425 
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Leu 


Thr 


Gin 1 


Thr Leu . 


Ala 


Glu . 


Arg 


Glu Glu Glu 


Val 


Glu 


Thr Leu 








1430 








1435 






1440. 


Arg 


Gly 


Gin 


He Gin 


Glu 


Leu 


Glu 


Lys Gin Arg 


Glu 


Met 


Gin Lys 




1445 








1450 






1455 


Ala 


Ala 


Leu 


Glu Leu 


Leu 


Ser 


Leu 


Asp Leu Lys 


Lys 


Arg 


Asn Gin 








1460 








1465 






1470 


Glu 


Val 


Asp 


Leu Gin 


Gin 


Glu 


Gin 


He Gin Glu 


Leu 


Glu 


Lys Cys 






1475 








1480 






1485 


Arg 


Ser 


Val 


Leu Glu 


His 


Leu 


Pro 


Met Ala Val 


Gin 


Glu 


Arg Glu 






1490 








1495 






1500 


Gin 


Lys 


Leu 


Thr Val 


Gin 


Arg 


Glu 


Gin He Arg 


Glu 


Leu 


Glu Lys 






1505 






1510 






1515 


Asp 


Arg 


Glu 


Thr Gin 


Arg 


Asn 


Val 


Leu Glu His 


Gin 


Leu 


Leu Glu 




1520 








1525 






1530 


Leu 


Glu 


Lys 


Lys Asp 


Gin 


Met 


He 


Glu Ser Gin 


Arg 


Gly Gin Val 






1535 








1540 






1545 


Gin 


Asp 


Leu 


Lys Lys 


Gin 


Leu 


val 


Thr Leu Glu 


Cys 


Leu 


Ala Leu 






1550 








1555 






1560 


Glu 


Leu 


Glu 


Glu Asn 


His 


His 


Lys 


Met Glu Cys 


Gin 


Gin 


Lys Leu 








1565 








1570 






1575 


lie 


Lys 


Glu 


Leu Glu 


Gly 


Gin 


Arg 


Glu Thr Gin 


Arg 


Val 


Ala Leu 






1580 






1585 






1590 


Thr 


His 


Leu 


Thr Leu 


Asp 


Leu 


Glu 


Glu Arg Ser 


Gin 


Glu 


Leu Gin 








1595 






1600 






1605 


Ala 


Gin 


Ser 


Ser Gin 


He 


His 


Asp 


Leu Glu Ser 


His 


Ser 


Thr Val 








1610 






1615 






1620 


Leu 


Ala 


Arg 


Glu Leu 


Gin 


Glu 


Arg 


Asp Gin Glu 


Val 


Lys 


Ser Gin 






1625 








1630 






1635 


Arg 


Glu 


Gin 


He Glu 


Glu 


Leu 


Gin 


Arg Gin Lys 


Glu 


His 


Leu Thr 






1640 








1645 






1650 


Gin 


Asp 


Leu 


Glu Arg 


Arg 


Asp 


Gin 


Glu Leu Met 


Leu 


Gin 


Lys Glu 






1655 








1660 






1665 


Arg 


He 


Gin 


Val Leu 


Glu 


Asp 


Gin 


Arg Thr Arg 


Gin 


Thr 


Lys He 






1670 








1675 






1680 


Leu 


Glu 


Glu 


Asp Leu 


Glu 


Gin 


He 


Lys Leu Ser 


Leu 


Arg 


Glu Arg 








1685 








1690 






1695 


Glv Arq 


Glu 


Leu Thr 


Thr 


Gin 


Arg 


Gin Leu Met 


Gin 


Glu 


Arg Ala 








1700 








1705 






1710 


Glu 


Glu 


Gly 


Lys Gly 


Pro 


Ser 


Lys 


Ala Gin Arg 


Gly 


Ser 


Leu Glu 






1715 








1720 






1725 


His 


Met 


Lys 


Leu He 


Leu 


Arg 


Asp 


Lys Glu Lys 


Glu 


Val 


Glu Cys 






1730 








1735 






1740 


Gin 


Gin 


Glu 


His He 


His 


Glu 


Leu 


Gin Glu Leu 


Lys 


Asp 


Gin Leu 








1745 








1750 






1755 


Glu 


Gin 


Gin 


Leu Gin 


Gly 


Leu 


His 


Arg Lys Val 


Gly 


Glu 


Thr Ser 








1760 






1765- 






1770 


Leu 


Leu 


Leu 


Ser Gin 


Arg 


Glu 


Gin 


Glu He Val 


Val 


Leu 


Gin Gin 








1775 






1780 






1785 


Gin 


Leu 


Gin 


Glu Ala 


Arg 


Glu 


Gin 


Gly Glu Leu 


Lys 


Glu 


Gin Ser 








1790 






1795 






1800 


Leu 


Gin 


Ser 


Gin Leu 


Asp 


Glu 


Ala 


Gin Arg Ala 


Leu 


Ala 


Gin Arg 








1805 








1810 






1815 


Asp 


Gin 


Glu 


Leu Glu 


Ala 


Leu 


Gin 


Gin Glu Gin 


Gin 


Gin 


Ala Gin 






1820 








1825 






1830 


Gly 


Gin 


Glu 


Glu Arg 


Val 


Lys 


Glu 


Lys Ala Asp 


Ala 


Leu 


Gin Gly 






1835 








1840 






1845 


Ala 


Leu 


Glu 


Gin Ala 


His 


Met 


Thr 


Leu Lys Glu 


Arg 


His 


Gly Glu 








1850 








1855 






1860 


Leu 


Gin 


Asp 


His Lys 


Glu 


Gin 


Ala 


Arg Arg Leu 


Glu 


Glu 


Glu Leu 






1865 








1870 






1875 


Ala 


Val 


Glu 


Gly Arg Arg 


Val 


Gin 


Ala Leu Glu 


Glu 


Val 


Leu Gly 








1880 








1885 






1890 


Asp 


Leu 


Arg 


Ala Glu 


Ser 


Arg 


Glu 


Gin Glu Lys 


Ala 


Leu 


Leu Ala 




1895 








1900 






1905 


Leu 


Gin 


Gin 


Gin Cys 


Ala 


Glu 


Gin 


Ala Gin Glu 


His 


Glu 


Val Glu 
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1910 



1915 



1920 



Thr 


Arg 


Ala 


Leu Gin 


Asp 


Ser 


Trp 


Leu Gin 


Ala 


Gin 


Ala 


Val Leu 






1925 






1930 








1935 


Lys 


Glu 


Arg 


Asp Gin 


Glu 


Leu 


Glu 


Ala Leu 


Arg 


Ala 


Glu 


Ser Gin 








1940 








1945 








1950 


Ser 


Ser 


Arg 


His Gin 


Glu 


Glu 


Ala 


Ala Arg 


Ala 


Arg 


Ala 


Glu Ala 








1955 








1960 








1965 


Leu 


Gin 


Glu 


Ala Leu 


Gly 


Lys 


Ala 


His Ala 


Ala 


Leu 


Gin 


Gly Lys 








1970 








1975 








1980 


Glu 


Gin 


His 


Leu Leu 


Glu 


Gin 


Ala 


Glu Leu 


Ser 


Arg 


Ser 


Leu Glu 








1985 








1990 








1995 


Ala 


Ser 


Thr 


Ala Thr 


Leu 


Gin 


Ala 


Ser Leu 


Asp 


Ala 


Cys 


Gin Ala 








2000 








2005 








2010 


His 


Ser 


Arg 


Gin Leu 


Glu 


Glu 


Ala 


Leu Arg 


He 


Gin 


Glu 


Gly Glu 






2015 








2020 








2025 


He 


Gin 


Asp 


Gin Asp 


Leu 


Arg 


Tyr 


Gin Glu 


Asp 


Val 


Gin 


Gin Leu 








2030 








2035 








2040 


Gin 


Gin 


Ala 


Leu Ala 


Gin 


Arg 


Asp 


Glu Glu 


Leu 


Arg 


His 


Gin Gin 








2045 








2050 








2055 


Glu 


Arg 


Glu 


Gin Leu 


Leu 


Glu 


Lys 


Ser Leu 


Ala 


Gin 


Arg 


Val Gin 






2060 








2065 








2070 


Glu 


Asn 


Met 


He Gin 


Glu 


Lys 


Gin 


Asn Leu 


Gly Gin 


Glu 


Arg Glu 








2075 








2080 








2085 


Glu 


Glu 


Glu 


He Arg 


Gly 


Leu 


His 


Gin Ser 


Val 


Arg 


Glu 


Leu Gin 








2090 






2095 








2100 


Leu 


Thr 


Leu 


Ala Gin 


Lys 


Glu 


Gin 


Glu He 


Leu 


Glu 


Leu 


Arg Glu 








2105 








2110 








2115 


Thr 


Gin 


Gin 


Arg Asn 


Asn 


Leu 


Glu 


Ala Leu 


Pro 


His 


Ser 


His Lys 








2120 








2125 








2130 


Thr 


Ser 


Pro 


Met Glu 


Glu 


Gin 


Ser 


Leu Lys 


Leu 


Asp 


Ser 


Leu Glu 








2135 








2140 








2145 


Pro 


Arg 


Leu 


Gin Arg 


Glu 


Leu 


Glu 


Arg Leu 


Gin 


Ala 


Ala 


Leu Arg 






2150 








2155 








2160 


Gin 


Thr 


Glu 


Ala Arg 


Glu 


He 


Glu 


Trp Arg 


Glu 


Lys 


Ala 


Gin Asp 








2165 








2170 








2175 


Leu 


Ala 


Leu 


Ser Leu 


Ala 


Gin 


Thr 


Lys Ala 


Ser 


Val 


Ser 


Ser Leu 








2180 








2185 








2190 


Gin 


Glu 


Val 


Ala Met 


Phe 


Leu 


Gin 


Ala Ser 


Val 


Leu 


Glu 


Arg Asp 








2195 








2200 








2205 


Ser 


Glu 


Gin 


Gin Arg 


Leu 


Gin 


Asp 


Glu Leu 


Glu 


Leu 


Thr 


Arg Arg 








2210 








2215 








2220 


Ala 


Leu 


Glu 


Lys Glu 


Arg 


Leu 


His 


Ser Pro 


Gly Ala Thr 


Ser Thr 








2225 








2230 








2235 


Ala 


Glu 


Leu 


Gly Ser 


Arg 


Gly 


Glu 


Gin Gly 


Val 


Gin 


Leu 


Gly Glu 








2240 








2245 








2250 


Val 


Ser 


Gly 


Val Glu 


Ala 


Glu 


Pro 


Ser Pro 


Asp 


Gly Met 


Glu Lys 






2255 








2260 








2265 


Gin 


Ser 


Trp Arg Gin 


Arg 


Leu 


Glu 


His Leu 


Gin 


Gin 


Ala 


Val Ala 








2270 








2275 








2280 


Arg 


Leu 


Glu 


lie Asp 


Arg 


Ser 


Arg 


Leu Gin 


Arg 


His 


Asn 


Val Gin 








2285 








2290 








2295 


Leu 


Arg 


Ser 


Thr Leu 


Glu 


Gin 


Val 


Glu Arg Glu Arg Arg Lys Leu 






2300 








2305 








2310 


Lys 


Arg 


Glu 


Ala Met 


Arg 


Ala 


Ala 


Gin Ala 


Gly 


Ser 


Leu 


Glu He 








2315 








2320 








2325 


Ser 


Lys 


Ala 


Thr Ala 


Ser 


Ser 


Pro 


Thr Gin 


Gin 


Asp 


Gly Arg Gly 








2330 








2335 








2340 


Gin 


Lys 


Asn 


Ser Asp 


Ala 


Lys 


Cys 


Val Ala 


Glu 


Leu 


Gin 


Lys Glu 








2345 








2350 








2355 


Val 


Val 


Leu 


Leu Gin 


Ala 


Gin 


Leu 


Thr Leu 


Glu 


Arg 


Lys 


Gin Lys 








2360 








2365 








2370 


Gin 


Asp 


Tyr 


He Thr 


Arg 


Ser 


Ala 


Gin Thr 


Ser Arg 


Glu 


Leu Ala 






2375 








2380 








2385 


Gly 


Leu 


His 


His Ser 


Leu 


Ser 


His 


Ser Leu 


Leu 


Ala 


Val 


Ala Gin 



2390 



2395 



2400 
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Ala Pro Glu Ala Thr Val Leu Glu Ala Glu Thr Arg Arg Leu Asp 
2405 2410 2415 

Glu Ser Leu Thr Gin Ser Leu Thr Ser Pro Gly Pro Val Leu Leu 
2420 2425 2430 

His Pro Ser Pro Ser Thr Thr Gin Ala Ala Ser Arg 
2435 2440 



<210> 8 
<211> 153 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte Clone No: 2195418 

<400> 8 



Met 


Ala 


Arg 


Asn 


Thr 


Leu 


Ser 


Ser 


Arg 


Phe 


Arg 


Arg 


Val 


Asp 


He 


1 






5 










10 










15 


Asp 


Glu 


Phe 


Asp 


Glu 


Asn 


Lys 


Phe 


Val 


Asp 


Glu 


Gin 


Glu 


Glu 


Ala 






20 










25 










30 


Ala 


Ala 


Ala 


Ala 


Ala 
35 


Glu 


Pro 


Gly 


Pro 


Asp 
40 


Pro 


Ser 


Glu 


Val 


Asp 
45 


Gly 


Leu 


Leu 


Arg 


Gin 


Gly 


Asp 


Met 


Leu 


Arg 


Ala 


Phe 


His 


Ala 


Ala 








50 










55 










60 


Leu 


Arg 


Asn 


Ser 


Pro 


Val 


Asn 


Thr 


Lys 


Asn 


Gin 


Ala 


Val 


Lys 


Glu 








65 










70 










75 


Arg 


Ala 


Gin 


Gly 


Val 


Val 


Leu 


Lys 


Val 


Leu 


Thr 


Asn 


Phe 


Lys 


Ser 






80 










85 










90 


Ser 


Glu 


He 


Glu 


Gin 
95 


Ala 


Val 


Gin 


Ser 


Leu 
100 


Asp 


Arg 


Asn 


Gly 


Val 
105 


Asp 


Leu 


Leu 


Met 


Lys 


Tyr 


He 


Tyr 


Lys 


Gly 


Phe 


Glu 


Lys 


Pro 


Thr 








110 










115 










120 


Glu 


Asn 


Ser 


Ser 


Ala 
125 


Val 


Leu 


Leu 


Gin 


Trp 
130 


His 


Glu 


Lys 


Ala 


Leu 
135 


Ala 


Val 


Gly 


Gly 


Leu 


Gly 


Ser 


He 


He 


Arg 


Val 


Leu 


Thr 


Ala 


Arg 






140 










145 










150 



Lys Thr Val 



<210> 9 

<211> 1185 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte Clone No: 1274060 



<400> 9 

cacagccaca gcccctgact gccgcagccc 
ccacgccagc gcccagccat ggaggccatc 
aaggagaatg ccatcgaccg cgcggagcag 
aagtgcaagc aggtggagga ggagctgacg 
gacgagctgg ataaatattc cgaggacctg 
gagaagaagg cctccgacgc tgaaggtgat 
gttgaggagg agttggacag ggctcaggaa 
gaggcagaaa aagctgcaga tgagagtgag 
atgaaggatg aggagaagat ggagattcag 
gcggaagagg ctgaccgcaa atacgaggag 



ccacagagcc cgccgcgcac cccacgtccc 60 
aagaagaaaa tgcagatgct gaagttggac 120 
gcggaggcgg ataagaaagc cgctgaggac 180 
cacctccaga agaaactaaa agggacagag 240 
aaggacgcgc aggagaagct ggagctcacg 300 
gtggccgccc tcaaccgacg catccagctc 360 
cgactggcca cggccctgca gaagctggag 4 20 
agaggaatga aggtgataga aaaccgggcc 4 80 
gagatgcagc tcaaagaggc caagcacatt 540 
gtagctcgta agctggtcat cctggagggt 600 
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gagctggaga gggcagagga gcgtgcggag 
gaagaactca agaatgttac taacaatctg 
tctgaaaagg aggacaaata tgaagaagaa 
gctgagaccc gtgctgaatt tgcagagaga 
gacctggaag agaaacttgc ccaggccaaa 
gatcagacac taaacgaact taactgtata 
gaaactctgg agctccgtgg gtctttctct 
catcttcgct ttgctggaaa tgtcaagcaa 
cggagaagct ttgagcacca tgttaaatct 
aagagatagg attgagtgga agggtagggg 



gtgtctgaac taaaatgtgg tgacctggaa 660 
aaatctctgg aggctgcatc tgaaaagtat 720 
attaaacttc tgtctgacaa actgaaagag 780 
acggttgcaa aactggaaaa gacaattgat 840 
gaagagaacg tgggcttaca tcagacactg 900 
taagcaaaac agaagagtct tgttccaaca 960 
tctcttgtaa gaagttcctt ttgttattgc 1020 
attatgaata catgaccaaa tattttgtat 1080 
cattccttcc cttttttttt caaaaaaaaa 1140 
aggaaaaaaa aaaaa 1185 



<210> 10 
<211> 1050 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte Clone No: 1577078 



<400> 10 

gtttttccca gacattttcc gggaagatca 
ctatggcctg gactcctggg tgggctttga 
catgggggag gctcccactg gtggctggcc 
cctccccagg ctgaaggtga tgtggccgcc 
gagttggaca gggctcagga acgactggcc 
aaagctgcag atgagagtga gagaggaatg 
gaggagaaga tggagattca ggagatgcag 
gctgaccgca aatacgagga ggtagctcgt 
agggcagagg agcgtgcgga ggtgtctgaa 
aagaatgtta ctaacaatct gaaatctctg 
gaggacaaat atgaagaaga aattaaactt 
cgtgctgaat ttgcagagag aacggttgca 
gagaaacttg cccaggccaa agaagagaac 
ctaaacgaac ttaactgtat ataagcaaaa 
gagctccgtg ggtctttctc ttctcttgta 
tttgctggaa atgtcaagca aattatgaat 
tttgagcacc atgttaaatc tcattccttc 
gattgagtgg aagggtaggg gaggaaaaaa 



tactgaaatt ttggtatgag tgtaaattcc 60 
cagggaagat caggttaaca gagggcagga 120 
tgatacttct taacatggct gcacctccga 180 
ctcaaccgac gcatccagct cgttgaggag 24 0 
acggccctgc agaagctgga ggaggcagaa 300 
aaggtgatag aaaaccgggc catgaaggat 360 
ctcaaagagg ccaagcacat tgcggaagag 420 
aagctggtca tcctggaggg tgagctggag 4 80 
ctaaaatgtg gtgacctgga agaagaactc 540 
gaggctgcat ctgaaaagta ttctgaaaag 600 
ctgtctgaca aactgaaaga ggctgagacc 660 
aaactggaaa agacaattga tgacctggaa 720 
gtgggcttac atcagacact ggatcagaca 780 
cagaagagtc ttgttccaac agaaactctg 840 
agaagttcct tttgttattg ccatcttcgc 900 
acatgaccaa atattttgta tcggagaagc 960 
cctttttttt tcaaaaaaaa aaagagatag 1020 

1050 



<210> 11 

<211> 729 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte Clone No: 1426711 



<400> 11 

cgctcctccg cccgaccgcg cgctcgcccc 
gccgccgcca ccatggacgc catcaagaag 
aacgccttgg atcgagctga gcaggcggag 
aagcagctcg aggaggacat cgcggccaag 
cgggaccggg tgctggagga gctgcacaag 
gccgccgcca aggctgaagc cgacgtagct 
gaagagttgg atcgtgccca ggagcgtctg 
gagaaggcag cagatgagag tgagagaggc 
gatgaagaaa aaatggaaat tcaggagatc 
gatgccgacc gcaaatatga agaggtggcc 
gaacgtgcag aggagcgggc tggagaaggc 



gccgctcctg ctgcagcccc agggcccctc 60 
aagatgcaga tgctgaagct cgacaaggag 120 
gccgacaaga aggcggcgga agacaggagc 180 
gagaagttgc tgcgggtgtc ggaggacgag 240 
gcggaggaca gcctcctggc cgccgaagag 300 
tctctgaaca gacgcatcca gctggttgag 360 
gcaacagctt tgcagaagct ggaggaagct 420 
atgaaagtca ttgagagtcg agcccaaaaa 480 
caactgaaag aggcaaagca cattgctgaa 54 0 
cgtaagctgg tcatcattga gagcgacctg 600 
ctggataaag acagaagggc ggcaacacac 660 
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caccccagcc cccaccccca ccctctcctt gagtttctgt gaattaaaat atttgcaaat 720 
ccaaaaaaa 7 ^9 



<210> 12 

<211> 2068 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte Clone No: 1676756 



<400> 12 

gcagccagaa ccgagtcagc cataaagcta 
gcgcagagat ggcgtaacgg gaatagtttt 
acctctttaa tctttgattt tggtccctgt 
taccgcccct gagaaaaaag gagcagcgct 
cggatataga gatggaaaca agatataaga 
aaacacctat gcgcgatgat aaagagggta 
ttgagagagt taacagaagg gcgcacgctg 
agtgcaaaac gacaaattgt cacagaatac 
aaaaagagag atctagaggg ccggtccagg 
gaaactgagg acagagcaag tggagctgaa 
ccagaattga agaacgaact agatctacaa 
tttaatgaaa agaaagcagc atctagacat 
gaaacatttt acaagcatcc agtcagagaa 
ggctgacctc agatttttct cctgcaattc 
agagtgttaa gggaaaataa ttttgagcca 
ctttacaaag gaaactggaa gacattctta 
caagaacttt ccctgaaaat tttgctgaag 
taaaataaga atagggaggc aattgtatga 
aaggagcatt aagtttaaat tgttatgtat 
acataagctg ggtgtaaaat ttcagtttac 
aatatattgg acaaatactg ttttattttt 
tgttcttaag ctaaacctaa gtaaaagggc 
ctaaatgtca aatctgacaa ttggaaaaca 
tagcaggaaa aaaataacaa gtttgtccat 
aatcactggt ttgggagggg gtggatacat 
aaacagtagt tactgcatca tatagttcca 
catggaaata agtgttaact acaaaaatag 
gtggtaaaaa gaaaaatagc aaaaagacac 
agatgaccta taaactggtt aaatagccct 
ctctaacctg agatacattt gtataaaaca 
ctataaatca tagaaatagc aacatttttc 
aaacatacaa tataggatgt aacatttaac 
atataaaata tatgttccag atcttgatgt 
tacatctatt taaaaacatg tacatttaaa 
gagtaatcct tctgtatgta ttattaat 



cgcgctaggc tcttggccct gacgtgaggc 60 
caacgtctat ttcattccct gcttcagagg 120 
ttctaagaaa agcaactgaa aaggtcgtaa 180 
aaataatcga gaaaatgcct cctcttgaaa 240 
aggattgaga atcatataat acaggagctt 300 
ctattagagc gcttggaaaa taccaggaag 360 
gattggccac aaaatcgaat tactgaagta 420 
agagaaaagg ggaaaagaaa ttacgaggag 480 
agatacaatc tatgcataat aggaatacct 540 
acaataaagg atctacttga aaaaaatttt 600 
atggaaaagg ctcataggat acctttaaag 660 
atccgggtga cgtttttgaa tttcaaagac 720 
agcaggttac ttacaaaggg gcaaaagtca 780 
taaatgccag aagacagtgg aacaatatct 840 
agaattatat actctgccaa gttatcattt 900 
gatatacagg ggttaggaaa gtatatcaac 960 
gatttactgc agctaacaga gaacctgaat 1020 
aagaactgat ggtatgcatt aaaactagtt 1080 
agggcattaa aactaaatac aaaaatagaa 1140 
gtttaaactg gaagggcata ccacatgttc 1200 
agcatgtagt attgtagata caaatacgca 1260 
tttgtcactg tagatttgac aaataacatt 1320 
gtacagtttt atttccctta tttttaagta 1380 
gttactactg atactgtaaa gaaacttcca 14 40 
cctcattttc tgtacatgat gcatggggaa 1500 
agtaaatcat atagttccaa gtaaatttga 1560 
aatatataca ttccaatgtt tggaaaagaa 1620 
taaaattagc aaaaagtaga ttgacagtac 1680 
attacaattg aaattgggtc aaaaatcaat 1740 
aatgatcaaa gagtttaaag ataatggaaa 1800 
ttaaaatcta aacataagac attttatgta 1860 
aaactatatg gtaaataata tgacattaat 1920 
gggtgatagt tttacttatg tacatcgata 1980 
ttgttgcatt ttatgtattt aaaatttatt 2040 

2068 



<210> 13 

<211> 3191 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte Clone No: 1843770 



<400> 13 

aggcaggcaa aaggagtcat ggcttctgat 
caaatggacg ggatcattgc aggcactaaa 
gagcctggac tggcttcccc ggcctcctac 



gctagtcatg cgctggaagc tgccctggag 60 
acaggtgcag atcttagtga tggtacttgt 120 
atgaacccct tcccggtgct ccatctcatc 180 
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gaggacttga ggctggcctt ggagatgctg gagcttcctc aggagagagc agccctcctg 24 0 
agccagatcc ctggcccaac agctgcctac ataaaggaat ggtttgaaga gagc.ttgtcc 300 
caggtaaacc accacagtgc tgctagtaat gaaacctacc aggaacgctt ggcacgtcta 360 
gaaggggata aggagtccct catattgcag gtgagtgtcc tcacagacca agtagaagcc 420 
cagggagaaa agattcgaga cctggaagtg tgtctggaag gacaccaggt gaaactcaat 4 80 
gctgctgaag agatgcttca acaggagctg ctaagccgca catctcttga gacccagaag 540 
ctcgatctga tgactgaagt gtctgagctg aagctcaagc tggttggcat ggagaaggag 600 
cagagagagc aggaggagaa gcagagaaaa gcagaggagt tactgcaaga gctcaggcac 660 
ctcaaaatca aagtggaaga gttggaaaat gaaaggaatc agtatgaatg gaagctaaag 720 
gccactaagg ctgaagtcgc ccagctgcaa gaacaggtgg ccctgaaaga tgcagaaatt 780 
gagcgtctgc acagccagct ctcccggaca gcagctctcc acagtgagag tcacacagag 840 
agagaccaag aaattcaacg tctgaaaatg gggatggaaa ctttgctgct tgccaatgaa 900 
gataaggacc gtcggataga ggagcttacg gggctgttaa accagtaccg gaaggtaaag 960 
gagattgtga tggtcactca agggccttcg gagagaactc tctcaatcaa tgaagaagaa 1020 
ccggagggag gtttcagcaa gtggaacgct acaaataagg accctgaaga attatttaaa 1080 
caagagatgc ctccaagatg tagctctcct acagtggggc cacctccatt gccacagaaa 1140 
tcactggaaa ccagggctca gaaaaagctc tcttgtagtc tagaagactt gagaagtgaa 1200 
tctgtggata agtgtatgga tgggaaccag cccttcccgg tgttagaacc caaggacagc 1260 
cctttcttgg cggagcacaa atatcccact ttacctggga agctttcagg agccacgccc 1320 
aatggagagg ctgccaaatc tcctcccacc atctgccagc ctgacgccac ggggagcagc 1380 
ctgctgaggc tgagagacac agaaagtggc tgggatgaca ctgctgtggt caatgacctc 1440 
tcatccacat catcgggcac tgaatcaggt cctcagtctc ctctgacacc agatggtaaa 1500 
cggaatccca aaggcattaa gaagttctgg ggaaaaatcc gaagaactca gtcaggaaat 1560 
ttctacactg acacgctggg gatggcagag tttcgacgag gtgggctccg ggcaaccgca 1620 
gggccaagac tctctaggac cagggactcc aagggacaga aaagtgacgc caatgccccc 1680 
tttgcccagt ggagcacaga gcgtgtgtgt gcatggctgg aggactttgg cctggctcag 1740 
tatgtgatct ttgccaggca gtgggtatct tctggccaca ccttattgac agccacccct 1800 
caggacatgg aaaaggagct aggaattaag cacccactcc acaggaagaa gcttgtttta 1860 
gcagtgaaag ccatcaacac caaacaggag gagaagtctg cactgctaga ccacatttgg 1920 
gtgacaaggt ggcttgatga tattggctta ccccagtaca aagaccagtt tcatgaatct 1980 
agagttgacg gacgaatgct gcaataccta actgtgaacg atttactctt cttaaaagtc 204 0 
accagccaac tacatcatct cagcatcaaa tgtgccattc acgtgctgca tgtcaacaag 2100 
ttcaaccccc actgcctgca ccggcggcca gctgatgaga gtaacctttc tccttcagaa 2160 
gttgtacagt ggtccaacca cagggtgatg gagtggttac gatctgtgga cctggcagag 2220 
tatgcaccca atcttcgagg gagtggagtc catggaggcc tcattatcct ggagccacgc 2280 
ttcactgggg acaccctggc tatgcttctc aacatccccc cacaaaagac gctcctcagg 2340 
cgccacctga ccaccaagtt caatgccttg attggtccgg aggctgaaca ggaaaagcga 24 00 
gagaaaatgg cctcaccagc ttacacacca ctgaccacca cagccaaagt ccggccaagg 24 60 
aaactaggat tttcacactt cggaaacata agaaaaaaga agttcgatga atcgacggac 2520 
tacatttgcc caatggagcc cagtgacggt gtcagtgata gtcacagggt ctacagtggc 2580 
taccggggcc tcagccccct tgatgcccct gaactggatg ggctggacca ggtgggacag 2640 
attagctgat gcccttgtca cctgccctct gtgcaccctg agagctcaca gtaacactgt 2700 
gtgtgtcacc atataactgc acctcacccc cgcacgtgtg catgactcgc agagaatatt 2760 
ccagcaattg tgtacccctg ggccagtctc tttgaaccct gagggtggcc aggatctgga 2820 
gctgcatctc taaggggcca ggctttgggg accattgcca aaggtggact caggaggaaa 2880 
gacacttaaa gacactttta catgtctagt aattcttgat gttcatcttc agcaccagtg 2940 
gaaacacatg aacttcgatg caggtccaga gaccatggac actcccacga ggctcagctc 3000 
tcaggcaccc cctacacttc agttgaggga aaagctcaag tgccttaggc ccgtggacca 3060 
cagtcttggc tgagatcaaa gggatgagca acagggactt ctgccacagt gacaatggaa 3120 
ttgtgttgtg ccttacttca gaggtggtct cttctttctt gtaataaaag caatatttat 3180 
gcggaaagca t 3191 



<210> 14 
<211> 3164 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte Clone No: 3768043 

<400> 14 

aggtttaatc catgaagaag acagcaattt taaaagtgta ttcaccaaaa aataaagctt 60 
caaaatatgt gatgtgaaaa ctgccagaac taaggcgggc cgggctcaga ccagcgctgc 120 
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ctcaggatgt aaagtgtaac aagagggcca ggggaggtgg tgggggacaa catgggcctg 180 
tgaggcctgt gggtgcccgc gttccccagc tccccccgca gcccgctcca cagtggtccg 24 0 
ctccggttgg ttgtcacgtg cgcattcggg ttccagaccc aaggctgcgt gttctccacc 300 
gcttgttgtg gccagtgtta ctgcggtgac cgccagagca gcctcgacgc tatggaggag 360 
cctggtgcta cccctcagcc ctacctgggg ctggtcctgg aggagctacg cagagttgtg 420 
gcagcactac ctgagagtat gagaccagat gagaatcctt atggttttcc atcggaactg 4 80 
gtggtatgtg cagctgttat tggatttttt gttgttctcc tttttttgtg gagaagtttt 540 
agatcggtta ggagtcggct ttacgtggga agagagcaaa aacttggtgc aacgctttct 600 
ggactaattg aagaaaaatg taaactactt gaaaaattta gccttattca aaaagagtat 660 
gaaggctatg aagtagagtc atctttagag gatgccagct ttgagaagga ggcagcagaa 720 
gaagcacgaa gtttggaggc aacctgtgaa aagctgaaca ggtccaattc tgaacttgag 7 80 
gatgaaatcc tctgtctaga aaaagactta aaacaagaga aatctaaaca ttctcaacaa 840 
gatgaattga tggcggatat ttcaaaaagt atacagtctc tagaagatga gtcaaaatcc 900 
ctcaaatcac aaatagctga agccaaaatc atctgcaaga catttaaaat gagtgaagaa 960 
cgacgggcta tagcaataaa agatgctttg aatgaaaatt ctcaacttca gacaagccat 1020 
aaacagcttt ttcagcaaga agctgaagta tggaaaggag aagtgagtga acttaataaa 1080 
cagaaaataa catttgaaga ctccaaagta cacgcagaac aagttctgaa tgataaagaa 1140 
aatcacatca agaccctgac tggacacttg ccaatgatga aagatcaggc tgctgtgctt 1200 
gaagaagaca caacggatga tgataacctg gaattagaag tgaacagtga atcggaaaat 1260 
ggtgcttact tagataatcc tccaaaagga gctttgaaga aactgattca tgctgctaag 1320 
ttaaatgctt ctttaaaaac cttagaagga gaaagaaacc aaatttatat tcagttgtct 1380 
gaagttgata aaacaaagga agagcttaca gagcatatta aaaatcttca gactcaacaa 14 40 
gcatctttgc agtcagaaaa cacacatttt gaaaatgaga atcagaagct tcaacagaaa 1500 
cttaaagtaa tgactgaatt atatcaagaa aatgaaatga aactccacag gaaattaaca 1560 
gtagaggaaa attatcggtt agagaaagaa gagaaacttt ctaaagtaga tgaaaagatc 1620 
agccatgcca ctgaagagct ggagacctat agaaagcgag ccaaagatct tgaagaagaa 1680 
ttggagagaa ctattcattc ttatcaaggg cagattattt cccatgagaa aaaagcacat 1740 
gataattggt tggcagctcg gaatgctgaa agaaacctca atgatttaag gaaagaaaat 1800 
gctcacaaca gacaaaaatt aactgaaaca gagcttaaat ttgaactttt agaaaaagat 1860 
ccttatgcac tcgatgttcc aaatacagca tttggcagag agcattcccc atatggtccc 1920 
tcaccattgg gttggccttc atctgaaaca agagcttttc tctctcctcc aactttgttg 1980 
gagggtccac tcagactctc acctttgctt ccagggggag gaggaagagg ctcacgaggc 2040 
ccagggaatc ctctggacca tcagattacc aatgaaagag gagaatcaag ctgtgatagg 2100 
ttaaccgatc ctcatagggc tccctctgac actgggtctc tgtcacctcc atgggaccag 2160 
gaccgtagga tgatgtttcc tccgccagga caatcatatc ctgattcagc ccttcctcca 2220 
caaaggcaag acagattttg ttctaattct ggtagactgt ctggaccagc agaactcaga 2280 
agttttaata tgccttcttt ggataaaatg gatgggtcaa tgccttcaga aatggaatcc 2340 
agtagaaatg ataccaaaga tgatcttggt aatttaaatg tgcctgattc atctctccct 24 00 
gctgaaaatg aagccactgg ccctggcttt gttcctccac ctcttgctcc aatcagaggt 24 60 
ccattgtttc cagtggatgc aagaggccca ttcttgagaa gaggacctcc tttcccccca 2520 
cctcctccag gagccatgtt tggagcttct cgagattatt ttccaccaag ggatttccca 2580 
ggtccaccac ctgctccatt tgcaatgaga aatgtctatc caccgagggg ttttcctcct 2640 
taccttcccc caagacctgg atttttcccc ccacccccac attctgaagg tagaagtgag 2700 
ttcccctcag gtttgattcc accttcaaat gagcctgcta ctgaacatcc agaaccacag 27 60 
caagaaacct gacaatattt ttgctctctt caaaagtaat tttgactgat ctcattttca 2820 
gtttaagtaa ctgctgttac ttaagtgatt acacttttgc tcaaattgaa gcttaatgga 2880 
attataattc tcaggatagt attttgtaaa taaagatgat ttaaatatga atcttatgag 2940 
taaattattt caattttatt ttagacggta taactatttc aatttgatta atccactatt 3000 
atataaacaa tagtgggagt tttatatatg taatctttca ggtggggagg ctttaaattc 3060 
tgaagtctgt gtctttatgc caagaactgt atttactgtg gttgtggaca aatgtgaaag 3120 
taactttatg cttaaataaa ttatagttga tttaaaaaaa aaaa 3164 



<210> 15 

<211> 7962 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte Clone No: 1655208 

<400> 15 

aaaagtagga aggtagagtt gttggcagaa atcctgggat aagagaatag tttcctggaa 60 
gatctgtgcc tccaaccagc agagagggat tgagcttcat tgaactcaac agagccaaca 120 
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tttcatagca ccatgttcaa gaggaggttg aagtggcatg gcaatggtta gagaccctgc 180 
tgggcgtgaa caccctctgg ctacctaggg acctgtgggc ctaccacctg gtgccctcat 24 0 
ggagacaaga agccctgggt tgaacaacat gaagccccag tcactgcagc tggtactgga 300 
agagcaggtg ctggcactac agcagcagat ggcagagaat caggcagcct cctggcggaa 360 
gctgaagaac tcccaggagg cccagcagag acaagcaacc cttgtgagga agctgcaggc 420 
caaggtgctg cagtaccgaa gctggtgcca agagctggag aagcggctag aagccactgg 4 80 
aggaccaatc ccccagaggt gggaaaatgt ggaggagcca aacctggatg agctgctggt 540 
ccgattggag gaggagcaac agaggtgtga gagtctagca gaggtgaaca cccagattcg 600 
actgcacatg gaaaaagctg acgtggtgaa taaagccctt agggcagatg tggaaaaact 660 
gacagtggac tggagccggg cccgggatga gctaatgagg aaggagagcc agtggcagat 720 
ggagcaggag ttcttcaagg gctacctgaa aggggagcac ggtcgccttc tcagtctatg 780 
gcgggaggtt gtgacattcc gacgccactt cctggaaatg aagtcagcta ctgacagaga 840 
tctgatggag ctaaaagctg agcatgtgag gctttcaggg tctctgttga cctgttgtct 900 
gcgcttgact gtgggagcac agtctcggga acccaacgga tctggaagaa tggatgggcg 960 
ggagccggcc cagctgctgc tgctactagc caagacccag gagctggaga aggaagccca 1020 
tgaaaggagc caggagttaa tacagctgaa gagtcaaggg gatctggaga aggctgaact 1080 
tcaggaccgg gtgaccgagc tctctgctct gttgacccag tctcagaagc aaaatgaaga 1140 
ttatgaaaag atgataaagg ctctgagaga gacagtggag atcctggaga caaatcacac 1200 
agaattaatg gaacatgaag catctcttag taggaatgcg caagaggaga agttgtcttt 1260 
acagcaggtg atcaaggata taacccaggt catggtggaa gaaggggaca atatagccca 1320 
aggctctggt cttgagaact ctttggaatt ggagtctagt atcttctccc agtttgatta 1380 
ccaagatgca gacaaggctc ttactctggt gcgttcagtg ctgactcgga gacgccaggc 14 40 
tgtgcaggac ctaaggcagc agcttgcagg ctgtcaagag gctgtgaact tgttgcaaca 1500 
gcagcatgat cagtgggagg aagagggcaa agccttgaga cagcggctgc agaagctcac 1560 
tggggagcgg gacactctgg cagggcagac tgtggacctc cagggagagg tggactctct 1620 
cagcaaggag cgagagctgc tgcagaaggc cagggaagag ctgcggcagc agctggaggt 1680 
gctagagcag gaggcatggc gcctgcgaag ggtaaatgtg gagcttcagc tgcaggggga 1740 
ctctgcccag ggccagaagg aggaacagca ggaggagctg cacctggctg tccgggagag 1800 
ggagcgtctt caggagatgc tgatgggcct ggaagccaaa cagtcagaat cactcagtga 18 60 
actgatcact cttcgggaag ccctggagtc aattcacctg gaaggggagt tactgaggca 1920 
agagcaaacg gaagtgaccg cagcgctggc tagggcagag cagtcaattg cagagctgtc" 1980 
gagttctgaa aacaccctga agacagaagt agctgatctt cgggctgcag ctgtcaagct 204 0 
cagtgcctta aatgaggctt tggcgttaga taaagttggg ctgaaccagc agcttctcca 2100 
gttagaggag gagaaccagt ctgtgtgcag cagaatggag gccgcagagc aggcgagaaa 2160 
tgctttgcag gtcgacctgg cggaggcaga gaagaggagg gaagccctgt gggaaaagaa 2220 
cactcacctg gaggctcagc tgcagaaagc tgaggaggct ggggctgagc tgcaggcaga 2280 
tctcagggac atccaagaag agaaggaaga aattcaaaag aaactaagtg agtcacgtca 2340 
ccagcaggag gcagccacga ctcagctgga gcagctacat caggaggcaa agcgacagga 2400 
agaagtgctt gccagggcag tccaggagaa ggaggcccta gtacgagaga aagcggctct 24 60 
agaggtgcgg ctgcaggccg tggagcgtga ccggcaggac ctcgctgcac aactacaggg 2520 
gctcagctca gccaaggagc tactggagag cagtctgttt gaagcccaac aacaaaattc 2580 
tgtgatagac gagccgcagg ggcagctgga ggtccagatt caaactgtca ctcaagccaa 2640 
ggaagtaatc caaggggaag tgaggtgcct gaagctggaa ctggacactg aacggagtca 2700 
ggcagagcag gagcgggatg ctgcagccag acagctggcc caggctgagc aagaagggaa 2760 
gactgccttg gagcagcaga aggcagccca tgagaaagag gtgaaccagc tccgggagaa 2820 
atgggagaag gagcgctcct ggcaccagca ggagctggca aaggctctgg agagcttaga 2880 
aagggaaaaa atggagctgg aaatgaggct aaaggagcag cagacagaaa tggaggccat 294 0 
ccaggcccag agggaagaag aacggaccca ggcagagagt gccctatgcc agatgcagct 3000 
ggaaacagag aaggagagag tatccctcct ggagacactg ctgcagacgc agaaggagct 3060 
agcagatgcc agccaacaac tggaacgact gaggcaggac atgaaagtcc agaaattaaa 3120 
ggagcaggag accactggga tactacagac ccagctccag gaggctcaac gggagctgaa 3180 
ggaggcagcc cggcagcaca gagatgacct tgctgccctc caagaagaga gcagctccct 3240 
gctgcaggat aagatggacc tgcagaagca ggtggaggac ttgaagtctc agctggtggc 3300 
ccaggatgac tcccagaggc tggtggagca ggaggttcag gagaagctga gagagaccca 3360 
ggagtataac cgaattcaga aggagctgga gagagagaaa gccagcctga ctctgtcact 3420 
gatggaaaag gaacagagac tccttgtttt acaagaagct gactctattc gacaacaaga 34 80 
gctgagtgcc ctgcgccagg acatgcagga ggcccaggga gaacagaaag agctcagtgc 3540 
tcagatggaa ttactaaggc aagaggtgaa ggaaaaggag gctgactttc tggcccagga 3600 
agcacagctg ctggaggagc tggaggcgtc tcatatcacg gagcagcagc tgcgagcctc 3660 
cttgtgggcc caggaagcca aggcagccca actacacctg cgactgcgca gcacagagag 3720 
ccagctagaa gcgctggccg cagagcagca gcccgggaac caggcccagg cccaggccca 3780 
gctggccagc ctctactctg ccctgcagca ggccctgggg tctgtttgtg agagcaggcc 3840 
tgagctgagt ggtgggggag actctgctcc ttccgtctgg ggccttgagc cagaccagaa 3900 
tggagctagg agcctcttta agagagggcc cctgctgact gctctctccg ctgaggcagt 3960 
agcatctgcc ctcctcaagc ttcatcaaga cctgtggaag actcaacaga cccgggatgt 4020 
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tctgagggat 
ccaggtccac 
atccaagtgg 
tatggcatcc 
tgagcgagag 
agcagctgtc 
gagaacggct 
agcccaggct 
gaatttggcc 
gggacaaatc 
gtctctggac 
gctagagaag 
gaagctgact 
gaacgtcttg 
gagaggacag 
actggaggaa 
ccagagggaa 
ccaggagctg 
ggcaagagag 
gctgcagagg 
gctgcagaag 
ggaggaggac 
tcagaggcag 
cgggagccta 
gcaggagcat 
cctgcacagg 
ggtcctgcag 
tcagagtcaa 
tctgcagcaa 
cgccctccag 
tcaggaccac 
ggtccaggcc 
agctctgttg 
cagggccctg 
gctggaagct 
ccgggctgag 
gcagcatctc 
gcaagcctcc 
acaagaaggt 
gcaggcactt 
ggagaagtct 
gcaagagaga 
gactctagcc 
cctggaagcc 
tgattcttta 
gacagaagcc 
gcagaccaag 
cctggagcgg 
tctggagaag 
aggggagcag 
tggaatggag 
gctggagatt 
gcaggtggag 
gtccctagag 
gaagaactca 
tcagctgact 
ccgtgagcta 
ccctgaggcc 
tctgacatcc 
caggtagcag 
tccgcacacc 
caggtcggcg 
ctcacctggg 
gccttgccct 
tcaccacctc 



caggtccaga 
acagagttgc 
gaaggaaagc 
ttacagagtc 
ttacttcagg 
gtagaagcca 
cgctcagcac 
ctgcaagagc 
ctcctgaccc 
caggaactgg 
ctgaagaaga 
tgtaggtctg 
gtgcagaggg 
gagcatcaga 
gttcaggacc 
aaccatcaca 
acccagagag 
caggcacaaa 
ctgcaggaga 
cagaaagagc 
gagaggattc 
ctggaacaga 
ctgatgcagg 
gagcacatga 
atccatgaac 
aaggtaggtg 
cagcaactgc 
ctggatgagg 
gaacagcagc 
ggagctctgg 
aaggaacagg 
ctggaggagg 
gccctccagc 
caggacagct 
ctgcgggcag 
gctctgcagg 
ctcgagcagg 
ctggatgcct 
gagatccagg 
gcccagaggg 
ctggcccaga 
gaagaggagg 
caaaaggaac 
ttaccccaca 
gagcccaggc 
agggagattg 
gccagtgtca 
gactcagaac 
gagcggctac 
ggtgtgcagc 
aagcagtcat 
gacaggagca 
cgagaacgga 
atcagcaagg 
gatgccaagt 
ttggagcgga 
gcaggcctgc 
actgtcctgg 
ccagggccag 
ccacagccag 
tacaggtttg 
ggtgttccca 
aatgaggcaa 
ggctgaggga 
cttcatcttc 



aactggaaga 
aggatctgca 
agaactccct 
gcctgcggag 
cagccaagga 
gggctcaggc 
tgaagctgaa 
agggcgaact 
agaccctagc 
agaagcaacg 
ggaaccaaga 
ttttagagca 
agcagatcag 
ttctagaact 
tgaaaaagca 
agatggagtg 
tggctttgac 
gcagccagat 
gggaccagga 
atctgactca 
aggttctcga 
tcaagctgtc 
aacgggcaga 
agctgatcct 
tccaggagct 
agaccagcct 
aggaagccag 
cccagagagc 
aggcccaggg 
agcaagccca 
cacgaaggct 
tgctgggaga 
agcagtgtgc 
ggctgcaggc 
aaagtcagtc 
aggcccttgg 
cagaattgag 
gccaggcaca 
accaggatct 
atgaagagct 
gggtccaaga 
agataagggg 
aggagattct 
gccacaaaac 
tgcagcggga 
agtggaggga 
gcagtctgca 
agcaaaggct 
acagcccagg 
tgggagaggt 
ggagacaaag 
ggctgcagcg 
ggaagctgaa 
ccacggcttc 
gtgtggctga 
agcagaagca 
accacagcct 
aggcagagac 
tcctgctaca 
gagcacacag 
ccaaaggaaa 
ggaagaggaa 
attgcatttg 
catgtactgc 
tccttcaaca 



gcgtctaact 
gagacagctc 
agaatctgag 
agcagagcta 
gaacctgaca 
aagtgctgct 
aaatgaggaa 
gaaggtggcc 
tgaaagagaa 
ggaaatgcag 
ggtagatctg 
tctgcccatg 
agagctcgag 
tgagaagaaa 
gttggttact 
ccagcaaaaa 
ccaccttacg 
ccatgacctg 
ggtgaagtct 
ggatctcgag 
ggatcagagg 
cttgagagag 
ggaagggaag 
gcgtgataag 
caaagaccag 
cctcctgtcc 
ggaacaaggg 
cctagcccag 
acaggaggag 
tatgacactg 
ggaggaagag 
cctaagggct 
tgagcaggca 
ccaggcagtg 
ctcccggcat 
caaggctcat 
ccgcagtctg 
cagtcggcag 
ccgataccag 
gagacatcag 
gaatatgatc 
ccttcatcag 
ggagctgagg 
ctccccaatg 
gctggagcgg 
gaaggcccag 
ggaggtagcc 
gcaggatgaa 
tgcaaccagc 
ctcaggagtg 
gcttgaacac 
ccacaatgtc 
gagggaggcc 
ttcacccaca 
actgcagaaa 
ggactacatc 
, ctcacactca 
ccgcaggctg 
ccccagcccc 
acagaagact 
agcctggctc 
gtaaatctgc 
cttgctccct 
ctctcatcta 
ataaaccctg 



gatactgagg 
tcccagaatc 
ctgatggaac 
cagcgaatgg 
gcccaggtgg 
ggcatcctgg 
gtagagagtg 
caagggaagg 
gaggaggtgg 
aaggctgctt 
cagcaagaac 
gccgtccagg 
aaggatcggg 
gaccaaatga 
ctggaatgcc 
ctgatcaagg 
ctggacctag 
gagagccaca 
cagcgagaac 
aggagagacc 
acccggcaga 
cgaggccggg 
ggcccaagta 
gagaaggagg 
ctggagcagc 
cagcgagagc 
gagctgaagg 
agggaccagg 
agggtgaagg 
aaggagcgtc 
ctggcagtgg 
gagtctcggg 
caggagcatg 
ctcaaggaac 
caggaggagg 
gctgccctgc 
gaggccagca 
ctggaggagg 
gaggatgtgc 
caggaacggg 
caagagaagc 
agtgtaaggg 
gagacccagc 
gaggaacaat 
ctacaggcag 
gacttggcac 
atgttcctac 
ctggagctca 
acagcagaac 
gaggctgagc 
ctgcagcaag 
cagctgcgga 
atgcgtgcgg 
cagcaggatg 
gaggtggtcc 
acccgctcag 
cttcttgccg 
gatgagtccc 
agcactaccc 
gtgtcatggg 
tgttaggcac 
aaccctgggg 
atggaatcac 
gaatttattt 
accaaatgat 



ctgagaagag 
aggaagagaa 
tacatgaaac 
aagcccaggg 
aacacctgca 
aagaagacct 
agcgtgagag 
ctctgcaaga 
agactctgcg 
tggaattgct 
agattcagga 
agcgagagca 
agactcagag 
ttgagtccca 
tggccctgga 
agctggaggg 
aagaaaggag 
gcaccgttct 
agatcgagga 
aggagctgat 
ccaagatcct 
agctgaccac 
aagcacagcg 
tggaatgtca 
agctccaggg 
aggaaatagt 
agcagtcact 
aactggaggc 
aaaaggcaga 
atggagagct 
agggacggcg 
aacaggagaa 
aggtggagac 
gggaccagga 
ctgcccgggc 
aggggaaaga 
ctgcaaccct 
ctctgaggat 
agcagctgca 
agcagctgct 
agaatctggg 
agctacagct 
aaaggaacaa 
ctctaaaact 
ccctgagaca 
tctccctagc 
aagcctctgt 
ccagacgggc 
tggggtccag 
ctagtcctga 
cagtggcccg 
gtaccttgga 
cccaggcagg 
ggagaggaca 
tgctgcaagc 
cacagaccag 
tggcccaggc 
tgactcaaag 
aagccgcctc 
tcatggcccc 
ccaggagccc 
aggaccccaa 
ccagaggggt 
tcctagcact 
tcaaaaaaaa 



4080 
4140 
4200 
4260 
4320 
4380 
4440 
4500 
4560 
4620 
4680 
4740 
4800 
4860 
4920 
4980 
5040 
5100 
5160 
5220 
5280 
5340 
5400 
5460 
5520 
5580 
5640 
5700 
5760 
5820 
5880 
5940 
6000 
6060 
6120 
6180 
6240 
6300 
6360 
6420 
6480 
6540 
6600 
6660 
6720 
6780 
6840 
6900 
6960 
7020 
7080 
7140 
7200 
7260 
7320 
7380 
7440 
7500 
7560 
7620 
7680 
7740 
7800 
7860 
7920 
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<210> 16 
<211> 1373 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte Clone No: 2195418 



<400> 16 

cagccgggca 

gtcgggccgc 

gctgtcctcg 

cgagcaggag 

cgggctcctg 

cgtcaacacc 

cacaaacttc 

tgacttgtta 

agtgttactc 

agttcttaca 

gaattctgga 

tcccaagtaa 

ggggaaaatc 

cgagtactgc 

tgcacctgtg 

aaacgggaga 

gtcttcccag 

agctcttggc 

aatgaatggg 

gagtagacct 

tctgccacag 

tgaataaact 

atttaattaa 



gccgcttccc 
gagcggagcc 
cgcttccgcc 
gaggcggcgg 
cggcaagggg 
aagaatcaag 
aagagcagtg 
atgaagtaca 
cagtggcacg 
gcaagaaaga 
tgcccaggct 
actatttcag 
gtctgtttcc 
agaactgaca 
tgcactgggg 
gcttgtgttt 
agaaggtgga 
ttattagtct 
atggtaatga 
gtgtccctgt 
gacgccagcc 
atttattgtt 
tttaataaag 



gcccccgagc 
ggctgagcgg 
gggtggacat 
cggcggcggc 
acatgcttcg 
ctgtgaagga 
agattgagca 
tttataaagg 
aaaaggcctt 
ctgtttaaaa 
ggtgaagaag 
gacatgtatc 
taaatcctgt 
ttttgacggt 
gagggatggt 
ttgaagtgga 
cactcttggg 
atacattgcg 
atgagagttc 
tgagccaccc 
tcggcctcag 
tcttattcct 
tgccaaacat 



aggagccggt 
gcgccgagct 
cgacgaattt 
ggagccaggc 
ggcattccat 
gcgagcccag 
ggctgtgcag 
ctttgagaag 
agcagtagga 
aaaataaaaa 
ggattgacaa 
tgctgaaatg 
ttaggatctg 
ctaccagcgt 
ttgggcaggt 
aaaaaaccca 
ctcattgtaa 
gtgtgtttcg 
agttgttgtt 
ctgggagcga 
agctgccggc 
ttgatttgta 
ttaataatta 



gcgagcggag 
cccgccatgg 
gacgagaaca 
ccggacccga 
gcagccttgc 
ggcgtggtgc 
tcactggaca 
cccacagaaa 
ggactaggct 
gactcatgtt 
tggaccatct 
tattttattt 
atagtctatg 
ggcggctggt 
gcagatccaa 
agagtttgta 
agtgcctgct 
tgtatgtaaa 
ccggaaaccc 
gcatggcaat 
tgctgcagag 
tgtaattaat 
aaaaaaaaaa 



cagagccgag 
cccggaacac 
aatttgtgga 
gcgaggtgga 
ggaactctcc 
tgaaagtgct 
gaaacggcgt 
atagcagcgc 
ccattataag 
accttgagaa 
tcctaggaac 
tcaaggtgga 
cctttgtctc 
gttggtcaga 
gggctgtggt 
cagacatcct 
gcatcaataa 
aaaaaatggt 
gatgtggaag 
ccacaggccc 
aggtgtttgc 
tttggagctt 
aaa 



60 
120 
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240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1373 



<210> 17 
<211> 151 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 
<223> GenBank ID No: 



g2282042 
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Glu 
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Gly 
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Asp 


Glu 


Gly Glu 


Val 


Asp 
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Ala 
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Ala 


Ala 


Leu 


Lys 






50 










55 










60 


Asn 


Pro 


Pro 
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Lys 


Ser 


Gin 
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70 


Val 
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Ala 
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Ser 


He 


Val 


Leu 


Lys 


Val 


Leu 


He 


Ser 


Phe 


Lys 


Ala 


Asn 


Asp 
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110 115 120 

Ser Ser Ala Met Leu Leu Gin Trp His Glu Lys Ala Leu Ala Ala 

125 130 135 

Gly Gly Val Gly Ser lie Val Arg Val Leu Thr Ala Arg Lys Thr 

140 145 150 

Val 
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AL 


Albania 


ES 


Spain 


LS 


Lesotho 


SI 


Slovenia 


AM 


Armenia 


FI 


Finland 


LT 


Lithuania 


SK 


Slovakia 


AT 


Austria 


FR 


France 


LU 


Luxembourg 


SN 


Senegal 


AU 


Australia 


GA 


Gabon 


LV 


Latvia 


sz 


Swaziland 


AZ 


Azerbaijan 


GB 


United Kingdom 


MC 


Monaco 


TD 


Chad 


BA 


Bosnia and Herzegovina 


GE 


Georgia 


MD 


Republic of Moldova 


TG 


Togo 


BB 


Barbados 


GH 


Ghana 


MG 


Madagascar 


TJ 


Tajikistan 


BE 


Belgium 


CN 


Guinea 


MK 


The former Yugoslav 


TM 


Turkmenistan 


BF 


Burkina Faso 


GR 


Greece 




Republic of Macedonia 


TR 


Turkey 


BG 


Bulgaria 


HU 


Hungary 


ML 


Mali 


TT 


Trinidad and Tobago 


BJ 


Benin 


IE 


Ireland 


MN 


Mongolia 


UA 


Ukraine 


BR 


Brazil 


IL 


Israel 


MR 


Mauritania 


UG 


Uganda 


BY 


Belarus 


IS 


Iceland 


MW 


Malawi 


US 


United States of America 


CA 


Canada 


IT 


Ttaly 


MX 


Mexico 


uz 


Uzbekistan 


CF 


Central African Republic 


JP 


Japan 


NE 


Niger 


VN 


Viet Nam 


CG 


Congo 


KE 


Kenya 


NL 


Netherlands 


YU 


Yugoslavia 


CH 


Switzerland 


KG 


Kyrgyzstan 


NO 


Norway 


zw 


Zimbabwe 


CI 


Cdte d'lvohre 


KP 


Democratic People's 


NZ 


New Zealand 






CM 


Cameroon 




Republic of Korea 


PL 


Poland 






CN 


China 


KR 


Republic of Korea 


PT 


Portugal 






CU 


Cuba 


KZ 


Kazakstan 


RO 


Romania 






CZ 


Czech Republic 


LC 


Saint Lucia 


RU 


Russian Federation 






DE 


Germany 


LI 


Liechtenstein 


SD 


Sudan 






DK 


Denmark 


LK 


Sri Lanka 


SE 


Sweden 






EE 


Estonia 


LR 


Liberia 


SG 


Singapore 







